3M4Z.pdb Residues 1 to 309
Atoms: 2716 Mass: 36383 Da Area: 14921.1 A"2 Volume: 40847.2 A*3 Radius of Gyration: 19.91 A

Distance Min: 1.20 A Max: 66.06 A Range X: -20.47 to 33.41 AY: -35.39 t0 22.92 A Z: -35.95 0 10.92 A Center XYZ: 7.16 -5.50 -13.60 A
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